Two independent molecules (A and B) comprise the asymmetric unit of the title compound, C 21 H 18 O 4 . There are significant conformational differences between the molecules relating in particular to the relative orientation of the 3-oxo-2-(phenylmethylidene)butoxy substituent with respect to the super-imposable chromen-2-one residues. To a first approximation, the substituents are mirror images; both are approximately perpendicular to the chromen-2-one fused ring system with dihedral angles of 88.50 (7) (A) and 81.96 (7) (B). Another difference between the independent molecules is noted in the dihedral angles between the adjacent phenyl and but-3-en-2-one groups of 8.72 (12) (A) and 27.70 (10) (B). The conformation about the ethene bond in both molecules is E. The crystal packing features C-HÁ Á ÁO, C-HÁ Á Á(aryl) and -[CgÁ Á ÁCg = 3.6657 (8) and 3.7778 (8) Å ] stacking interactions, which generate a three-dimensional network.
Related literature
For background to the biotransformation procedure mediated by Saccharomyces cerevisiae, see: de Paula et al. (2013) . For the structure of the closely related compounds 7-allyloxy-2H-chromen-2-one and (3E)-3-(4-nitrophenoxymethyl)-4-phenylbut-3-en-2-one, see: Seth et al. (2011); ZukermanSchpector et al. (2014) . 
Data collection
Bruker APEXII CCD diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1996) T min = 0.664, T max = 0.745 18494 measured reflections 6263 independent reflections 5296 reflections with I > 2(I) R int = 0.022 Table 1 Hydrogen-bond geometry (Å , ) .
Refinement
Cg1 is centroid of the C6-C11 ring. 
D-HÁ

S3. Comment
These title compound was synthetized to be used as a substrate in the modelling of the biotransformation procedure mediated by Saccharomyces cerevisiae,specifically in order to compare the role of different leaving groups (de Paula et al., 2013) . The goal was to develop a procedure that could follow the reaction progress by colorimetric or fluorescence techniques.
S4. Experimental
4-Methylumbelliferone (352 mg, 2 mmol) and potassium carbonate (232 mg, 2.4 mmol) were added to a solution of (E)-3-bromomethyl-4-phenyl-3-buten-2-one (478 mg, 2 mmol) in dry acetone (4 ml). The solution was stirred for 3 h, and then filtered. The solvent was evaporated, and the residue was recrystallized from a CH 2 Cl 2 /hexane mixture to afford the product as a colourless solid in 63% yield. The product was recrystallized by slow evaporation of a 3:1 26.4, 62.7, 102.5, 112.6, 113.0, 114.6, 126.3, 129.4, 130.2, 130.4, 135.0, 135.8, 146.3, 153.2, 155.8, 161.4, 162.0, 198.6 .
S5. Refinement
Carbon-bound H-atoms were placed in calculated positions (C-H = 0.93-0.97 Å) and were included in the refinement in the riding model approximation, with U iso (H) = 1.2 U eq (C).
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Figure 1
The molecular structures of the two independent molecules in title compound showing the atom-labelling scheme and displacement ellipsoids at the 35% probability level. Extinction correction: SHELXL2014 (Sheldrick, 2015) (7) 0.0451 (7) 0.0007 (6) 0.0036 (6) −0.0037 (6) C3 0.0535 (9) 0.0591 (9) 0.0517 (8) 0.0054 (7) −0.0029 (7) −0.0043 (7) Symmetry codes: (i) −x+1, −y+1, −z+2; (ii) −x+1, −y+1, −z+1; (iii) −x+3, −y, −z+2; (iv) x+1, y−1, z.
